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2018-03-21 not specified AAAAAA MGS0001

2018-05-15 Colorectal Neoplasms BBBBBB MGS0014
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CONDITION_ID_TYPE CONDITION_ID_VALUE

OMIM Phenotypic Series Number

MeSH Unique ID

MedGen UID

Orphanet OrphaNumber

HPO ID HP: D

CODE_TYPE CODE_VALUE

ICD10 WHO C e.g. C15.1

CI 1

0 C E0 1
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